and the diameter of ␣CTD (Jeon et al., 1995) .
, by performing experiments with derivatized DNA fragments having Ͼ75 bp separating the promoter region under analysis from each DNA-fragment end (lanes 3, 4, 7, and 8; "long"), and by including a heparin-challenge step (lanes 2, 4, 6, and 8; "ϩH"). Data are presented for a derivatized DNA fragment with probe site at position ϩ24 of the nontemplate strand. region indicate that ␣CTD makes alternative nonspecific "reach" between potential crosslinking targets and the phosphate). interactions with the DNA minor grooves at positions Ϫ43, Ϫ53, Ϫ63, Ϫ73, Ϫ83, and Ϫ93. The transcriptional (2) The protein-DNA complex of interest is formed using the derivatized DNA fragment, and the proteinactivator CAP enhances interactions between ␣CTD and the DNA minor groove at position Ϫ43, but elicits no DNA complex is UV-irradiated, initiating crosslinking with polypeptides in direct physical proximity to the changes in RNAP-promoter interactions in the core promoter region.
probe. (3) Extensive nuclease digestion is performed, eliminating uncrosslinked DNA and converting crosslinked Results and Discussion DNA to a crosslinked, radiolabeled 3-5 nucleotide "tag." (4) The "tagged" polypeptides are identified.
Site-Specific Protein-DNA Photocrosslinking
The procedure is performed in systematic fashion, Analysis of RP o with preparation and analysis of a large number of derivOur procedure for site-specific protein-DNA photoatized DNA fragments, each having the probe incorpocrosslinking has four parts ( Figure 1A . The results activatible crosslinking agent ("probe") and an adjacent of the procedure define the translational positions of radiolabel incorporated at a single, defined DNA phospolypeptides relative to the DNA sequence. Plotted on phate (with a 9.7 Å linker between the photoreactive atom and the phosphate, and with an ‫11ف‬ Å maximum a three-dimensional representation of a DNA helix, the 
